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Position Feature 

Start: 112    End: 515 TEF1 promoter 

Start: 524    End: 586 SUC2 cleavable signal sequence 

Start: 599    End: 2632 Human APP coding sequence 

Start: 2690  End: 2824 Cub, amino acids 34-76 of ubiquitin 

Start: 2849  End: 3454 LexA 

Start: 3464  End: 3709 VP16 transactivation domain 

Start: 3711  End: 3967 CYC1 terminator 

Start: 4700  End: 6910 LEU2 auxotrophic marker 

Start: 7059  End: 8092 Kanamycine resistance gene 

Start: 8385  End: 9052 pBluescript origin of replication 

Start: 9174  End: 9713 CEN/ARS origin of replication 
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